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Phase Il:-Two New Calit2 Buildings Provide ~340,000 GSF

 Over 1000 Researchers in Two Buildings
— Linked via Dedicated Optical Networks
— International Conferences and Testbeds
* New Laboratories
— Nanotechnology
— Virtual Reality, Digital Cinema

‘ UC Irvine
Preparing for a World i
Distance is Eliminated... _—

UCSD

UClIrvine www.calit2.net



arge Information Technology Research Proposa OptiPOiar
— Calit2 (UCSD, UCI) and UIC Lead Campuses—Larry Smarr Pl &

— Partnering Campuses: SDSC, USC, SDSU, NCSA, NW, TA&M, UVA,
SARA, NASA Goddard, KISTI, AIST, CRC(Canada), CICESE (Mexico)

* [Industrial Partners
— IBM, Sun, Telcordia, Chiaro, Calient, Glimmerglass, Lucent

 $13.5 Million Over Five Years—Now In the Fifth Year
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Most of Evolutionary Time Was in the Microbial World
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The Sargasso Sea Experiment

The Power of Environmental Metagenomics

 Yielded a Total of Over 1 billion Base Pairs
A of Non-Redundant Sequence
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Marine Genome Sequencing Project —

Measuring the Genetic Diversity of Ocean Microbes

Canada
United Stat
ni e. eed

.° Ocean Data

Mexico :‘ F;uerto Rico
L]
Honduras S
Costa Rica % Panama Ceo,
. . ® o,
*e Galapagos Islands _ e
L Tanzania/_ /7 mgles °* °.\|xmsam Jes
Zanzibar & : : ﬁ e e, e Vanuatu French Jeoe®® S v
° - (T LW ] i
ooeychelles = 'Cocos- ¢ e s 8.y 17samples 'y Fiji Tongapoly"es.'ﬁ
. Madagascar Keeling Is. Vs o0 ¢ .k
: - * fols]
4 oo Australia  * ¢ ®® New Caledonia  Islands
L ] [ ] o
® e °® _ . .
South Africa = "% B samples

‘- Analyzed ® Sampled, but not Analyzed |

MARINE Sorcerer |l Data Will Double
e SIS Number of Proteins in GenBank!

P i

IMITIATIVE

?MOORE J. Craig Venter

UClIrvine

Il NS T I TWUTE



CAMERA: Community Cyberinfrastructure
for Advanced Marine Microbial
Ecology Research and Analysis

National LambdaRail
) 1 Direct Connect
| Computation and Storage Complex

B

ﬂf Funded by: Gordon and Betty Moore Foundation
s Pl Larry Smarr
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Announced January 17, 2006
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Building On Centers of Excellence and Achievement
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Calit2’s Direct Access Core Architecture = MOORE

FOUNDATIOFP

Will Create Next Generation Metagenomics Server
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My OptiPortal™ - Affordable
Termination Device for the OptiPuter Global Backplane

« 20 Dual CPU Nodes, 20 24” Monitors, ~$50,000
* 1/4 Teraflop, 5 Terabyte Storage, 45 Mega Pixels--Nice PC!
- Scalable Adaptive Graphics Environment ( SAGE) Jason Leigh, EVL-UIC

UCSD Powered by Rocks SPh
: Source: Phil Papadopoulos SDSC, Calit2 ’t



Use of OptiPortal
to Interactively View Microbial Genome

15,000 x 15,000 Pixels

Acidobacteria bacterium Ellin345 (NCBI)
Soil Bacterium 5.6 Mb
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Use of OptiPortal
to Interactively View Microbial Genome

15,000 x 15,000 Pixels

UCSD
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Use of OptiPortal
to Interactively View Microbial Genome

15,000 x 15,000 Pixels
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Calit2 is Now OptlIPuter Connecting Remote

Moore-Funded Microbial Researchers with OptiPortals
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A Near Future Met
Fiber Optic-Enab
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Countries are Aggressively Creating Gigabit Services:
Interactive Access to CAMERA Data System

Visualization courtesy of
Bob Patterson, NCSA.
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